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Background 

Food consumption data relating to the habitual consumption of amino acids for the Irish and UK population is limited. This is due to 

a lack of reliable data relating to amino acid composition of commonly consumed foods. 

In the UK, the last amino acid data was published in 19801. Since then periodic revision of food composition have been published 

and combined to form the current Composition of Food Integrated dataset, 2015 (CoFID)2 however, chemical analysis of protein for 

amino acid composition is very expensive and not easily affordable within public analytical budgets. As it stands, 2,898 CoFID
 

foods do not have published amino acid profile 

 

Aim 

The aim of this study is to develop a method to estimate the amino acid content of foods to supplement the McCance and 

Widdowson’s Composition of Foods Integrated Database (CoFID)2. 

 

Methods 

Published sources of amino acid composition of foods were identified 1,3,4
. DB Maps5 was used to compare source foods with 

CoFID foods. Foods were categorised as identical, similar and biologically similar.   

● Foods were considered ‘identical’ if the scientific name and description were identical and the protein composition was 

similar.  

● Foods were considered ‘similar’ if they had a similar scientific name and protein composition.  

● Foods were considered ‘biologically similar’ if the food had a similar scientific name and comparable protein composition 

but was in a different form, i/e. raw / cooked.  

DB Maps was used to estimate the amino acid profile of source foods to CoFID foods relative to total protein.  

 

Results 

2,715 CoFID foods were supplemented with amino acid profiles while 183 were not. 

910 amino acid profiles were estimated using UK data1; 597 identical, 268 similar, 45 biologically similar. 

1,028 amino acid profiles were estimated using US data3; 837 similar foods, 191 biologically similar. 

777 amino acid profiles were estimated using German data4; 737 similar foods, 40 biologically similar. 

 

Discussion and Conclusion 

This study produced a dataset that may be used for the assessment of amino acid intake in UK and Irish populations. This has 

potential for both applied and population based research. Knowing the amino acid composition of foods is important in nutritional 

epidemiology, and in investigations into associations between amino acid intake and health and disease.   
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